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ATGG AT ACC AAG CATC AAG AT AAGCC AAGC ATTCTC ATGTT ACCATGG CT AGCT CATGGG 60 
MDTKHODKPSILMIjPWTUAHG 

C^CATAGCTCCACACCTrTGAACTTGC^^ 120 
HIAPHLELAKKLSQKNFHIY 

TTCTGCTCTACTrCCCAACAATCrACAAT^ 18° 
FCSTPNHLOSFGRNVEKNFS 

TCTTCAATACAACTCATAGAACTGCAAC^ 240 

SS 1 Q 1* I EI*Q1»PN 'TFPE LPSQ 
AATCAGACCACAAAAAACCTTCCT^ 300 

kqttknIjPPhijI y tlvgafe 

GACX3CAAAACCTX3CTTTTTG^^ 360 
DAKPAFCNI LET1*KPTI*V M Y 

GATTTGTTCCAACCX^TGGOGGCGGAGGCAGCTTACC^ ATTTTG 420 
DLFQPMAAEAAYQYDIAAIL 

TTOTACCCTTATCTGCAGTAGCCTGCTCTTT^ 480 
FLPL SAVACSFI.LHNIVWPS 

CTGAAATACX^-n-rei^iX3^T^ t>/i<J 

LiKYPFFESDYQDRESKN INY 
TTCCTGCATCTTACTt*CCftATGGCACCTTAAAGAAAGACA 600 

FLHLTANGTLNKDRF L, K A F E 
CTATCTTGCAAATTTCTGTTCAT^ 660 

kSCKFVF I KTSRE I ES KYi*D 
TATTTTCCTTCTTTAATGGGAAATGAAATAATTCCAGTAGGOCCT 72 0 

YFPS^MGNEX IPVGPLIQEP 
AC^TTCAAGGTAGATCATACAAAGATCATGGACTGGCT^ 780 

TFKVDDTXJ MDWLSQKBPRS 
GTCOTQTATGCATCCTTTGGCAGTGAGTACTTTCCTTCCACGGATGAAATACATGACATA 84 0 

VVYASFGS EYFPSTDE I H D I 
GCTATTGGGTTATTGCTCACCXSAGGTTAAT^ 900 

AIGLLLTEVNFIWAFRLHPD 
GAGAi i ^AATCACGATAXACGAACCACTCCCTCAOGGCTTT11?CTCAGGL^»C7*TTG7 , J^AGGAAT 96 0 

EKMTIEEAI-POGPAEEIERN 
AATAAGGGAATGATAGTACAAGGTTGGGTTCCGC^ 1020 

NKGMIVQGWVPQAKI L i? K G S 
ATCGGCGGATTTTTGAGTCATTGTGGTTGGGGCTCGCm3GTTGAG 1080 

IGGFI^SHCGWGSVVEGMVFG 
GTACCAATCATAGGTGTGCCAATGGCATATGAGGAGCCAAGCAATGCCAAGGTGGTGGTT 114 0 

VPIIGVPMAYEQPSNA.KVVV 
GACAATGGTATGGGCATGGTCGTTCCAAGAGATAAGATCAATCAAAGACTTCSGAGGAGAG 1 2 O 0 

DNGMGMVVPRDKINQRLGGE 
GAGGTGGCGAGGGTCATTAAACATGTTGT<^TGCAAGAAGAAGCGAAGCAAATAAGAAGA 1260 

EVARVIKHVVLQEEAKQIRR 
AAAGCTAATGAAATTAGTGAGAGTATGAAGAAGATAGGGGA^ 13 20 

KANE1 SESMKKIGDAQMSVV 
G*IX3GAGAAACTGCTGCAGCTTGTCAAGAAATCTGAATAA 13S9 

VEK1.I.01.VKKSE* 
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